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Genetic polymorphisms, and particularly colour polymorphisms, constitute ideal systems to study the 
processes that maintain phenotypic variation over time. Female-limited colour polymorphisms are 
widespread in nature. In odonates, female-limited colour polymorphism is surprisingly common, 
especially in the genus Ischnura, in which 33 of the out of the 40 species for which female colors 
have been described, have polymorphic females. Colour polymorphism consist in the presence of 
two or more female colour morphs with different mature colorations. The expression of the female 
color polymorphism in Ischnura varies from species with one female morph to species with multiple 
morphs. Specifically, the common pattern is that the androchrome morph resembles the conspecific 
male in coloration, morphology and/or behavior, while remaining gynochrome female morphs have a 
less conspicuous coloration. Moreover, female color in Ischnura has also been linked to other 
phenotypic traits, such as fecundity and resistance to male harassment. In this study, we conducted 
a phylogenetic and phylogeographic reconstruction of the genus Ischnura including 42 of the around 
80 worldwide distributed species, including monomorphic, dimorphic and trimorphic species from five 
out of their seven main distributions. To this end, we sequenced two mitochondrial (cytochrome b 
and cytochrome oxidase II) and one nuclear gene (18S). Additionally, we used this phylogenetic tree 
i) to infer the ancestral female color state as well as the ancestral mating system; and ii) to 
corroborate a previously detected association between color and mating system in Ischnuran 
females. 


